Legends to supplemental data

Supplemental Data S1
The ConTra v3 exploration analysis on the human IL2 promoter region (500 bp A user interested in a specific criterium can remove the default q-value and IC filter and choose to look e.g. only at the top 5 scoring RP hits (C), top 5 HS hits (D) or top 5 scoring CE hits (E) by setting the respective filter on <= 5.
Supplemental Data S2
Riz et al reported an evolutionary conserved Nrf2/NFE2L2 motif in the GABARAPL1 promoter coinciding with an NF-E2 ChIP-seq binding site from the ENCODE project. In the case study in Supplemental Data S2 we show how a user can conduct an exploratory in silico analysis in ConTra v3 and predict how the autophagy-related GABARAPL1 gene is regulated as such.
Supplemental Data S3
Bianchi et al. reported that intron removal resulted in a marked reduction of UbC promoter activity. Using electrophoretic mobility shift assays the authors demonstrated that Sp1 and Sp3 transcription factors can interact with several sites in the UBC intron. The case study in Supplemental Data S3 of the human UBC intron uses ConTra v3 to identify and visualize these Sp1 binding sites.
